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<210> 1 

<211> 1845 

<212> DNA 

<213> Xenopus laevis 

<400> 1 



c tgagatttt 


act tgaaatg 




cc tgat aggt 


tat oat t tac 


aaagagcgtg 


60 




cat t tgtctg 


tactgtaaag 


tat t"aff aar 


actaatattt 


cgct t cagg t 


120 


aaaagagggg 


cgtgcgccac 


aggtgctgga 


gacggggagc 


gcctttccgc 


tgctggagaa 


180 


acgcacgcac 


attcacctgc 


agcaaaacaa 


gctttccagg 


taaatgatgt 


ctcgtgatac 


240 


taaaacagag 


tcgcaacaat 


ctcagggcac 


ttcaagttec 


tcgtcctcca 


gtgctcctca 


300 


atcttacagt 


cagtcgtctt 


catcgggtac 


attaagttct 


ttggatactg 


ttccagtgca . 


360 


agatcttgcg 


tccattcctg 


aagaccctga 


gatagacgag 


gatatacccc 


agccttgggg 


420 


tcgtctctgg 


gctcttggga 


agggctttct 


aaatcatgat 


tgcctgcatg 


aagaatatgt 


480 


atttggaaga 


gacaaaaaat 


gtgattacac 


ctttgatatt 


ccagtactaa 


accagaccga 


540 


caggtaeaaa 


acatatagca 


aaaggcactt 


cagaatattt 


caggaattag 


gtcatggaca 


600 


ctcccgtgtt 


gctaacatag 


aagatctgag 


cggcaacgga 


acatttgtta 


acaaggagat 


660 


tattggaaaa 


gggcggacat 


tgcctttaac 


aaataatgcc 


gagattgcac 


tttcattacc 


720 


aactaataaa 


gtttttgttt 


tttcagattt 


gtctgtggat 


gatcagacta 


tatatcctaa 


780 


ggacttcatt 


gataaataca 


tcatgtcaag 


gccaatcgga 


agtggggctt 


gcggggaagt 


840 


gaaattggct 


tttcaaaagt 


cagtatgcaa 


gaaggttgct 


gtaaaaatca 


tcagtaaaag 


900 


aaaatttaaa 


atgaacactt 


ctagtaatga 


acaccctata 


tctgttgaca 


cagaaataga 


960 


gatcctgaaa 


aaacttgatc 


atccctgtat 


cattaaaata 


gagaattttt 


ttgactctga 


1020 


ggacttctat 


tacattgtgt 


tggaactgat 


ggaaggaggc 


gaactgtttg 


acagggtggt 


1080 



2 



aaattcgaca 


agactccgag 


aaccaattgc 


caaactgtat 


ttttatcaga 


tgctgctagc 


tgttcagtae 


ctccatgaaa 


atggggtgat 


acatcgtgat 


ctgaagcctg 


aaaatgtgct 


gttgtcatcc 


actagtgaag 


aatgttgcat 


aaagataacg 


gattttggac 


agtcaaaaat 


tctgggtgaa 


acgtctttaa 


tgagaacttt 


gtgtggaact 


cctacatact 


tggcgcctga 


agttttgaat 


acagcaggca 


caactggata 


cagtagtgca 


gtggattgct 


ggagtttagg 


agtcatcctt 


tttgtgtgtc 


tttgtggata 


tccccccttt 


tcagaacaaa 


atagtaacat 


tcccttgaaa 


aatcagattg 


cagagggaaa 


atacacctac 


attgctgctg 


cttggagaaa 


tgtatcagaa 


caagcatttg 


atttagtcaa 


gaatcttctt 


gttgttgatc 


ctgagcaaag 


acttaccact 


aaacaagcac 


tggaacatcc 


ctggcttcag 


gacgattcta 


tgaagcatac 


tgttgaaagg 


ttaatgtatg 


gggttgacca 


cacaatgcet 


cctccaatca 


agaaaaacat 


aattcgaaaa 


cggggacatg 


aatgggatca 


agatgccagt 


acttcatctt 


gctcagagat 


attaccaaca 


tcagccgaaa 


agagagcaaa 


aagataaaac 


aaaaaaaata 


cattgcgctt 


tatttaataa 


atgtttttgt 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaa 





<210> 2 

<211> 517 

<212> PRT 

<213> Xenopus laevis 

<400> 2 

Met Met Ser Arg Asp Thr Lys Thr Glu Ser Gin Gin Ser Gin Gly Thr 
1 5 10 15 

Ser Ser Ser Ser Ser Ser Ser Ala Pro Gin Ser Tyr Ser Gin Ser Ser 
20 25 30 

Ser Ser Gly Thr Leu Ser Ser Leu Asp Thr Val Pro Val Gin Asp Leu 
35 40 45 

Ala Ser lie Pro Glu Asp Pro Glu lie Asp Glu Asp lie Pro Gin Pro 
50 55 60 

Trp Gly Arg Leu Trp Ala Leu Gly Lys Gly Phe Leu Asn His Asp Cys 
65 70 75 80 

Leu His Glu Glu Tyr Val Phe Gly Arg Asp Lys Lys Cys Asp Tyr Thr 
85 90 95 

Phe Asp lie Pro Val Leu Asn Gin Thr Asp Arg Tyr Lys Thr Tyr Ser 
100 105 110 

Lys Arg His Phe Arg lie Phe Gin Glu Leu Gly His Gly His Ser Arg 
115 120 125 



1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1845 



Val Ala Asn lie Glu Asp Leu Ser Gly Asn Gly Thr Phe Val Asn Lys 
130 135 140 



3 



Glu He He Gly 
145 

He Ala Leu" Ser 



Ser Val Asp Asp 
180 

He Met Ser Arg 
195 

Ala Phe Gin Lys 
210 

Lys Arg Lys Phe 
225 

Val Asp Thr Glu 



He Lys lie Glu 
260 

Leu Glu Leu Met 
275 

Thr Arg Leu Arg 
290 

Leu Ala Val Gin 
305 

Lys Pro Glu Asn 



Lys He Thr Asp 
340 

Met Arg Thr Leu 
355 

Asn Thr Ala Gly 
370 

Leu Gly Val He 
385 

Glu Gin Asn Ser 



Tyr Thr Tyr lie 
420 

Asp Leu Val Lys 
435 

Thr Lys Gin Ala 
450 

His Thr Val Glu 



Lys Gly Arg Thr 
150 

Leu Pro Thr Asn 
165 

Gin Thr He Tyr 



Pro He Gly Ser 
200 

Ser Val Cys Lys 
215 

Lys Met Asn Thr 
230 

He Glu He Leu 
245 

Asn Phe Phe Asp 



Glu Gly Gly Glu 
280 

Glu Pro He Ala 
295 

Tyr Leu His Glu 
310 

Val Leu Leu Ser 
325 

Phe Gly Gin Ser 



Cys Gly Thr Pro 
360 

Thr Thr Gly Tyr 
375 

Leu Phe. Val Cys 
390 

Asn He Pro Leu 
405 

Ala Ala Ala Trp 



Asn Leu Leu Val 

440 

Leu Glu His Pro 
455 

Arg Leu Met Tyr 



Leu Pro Leu Thr 
155 

Lys Val Phe Val 
170 

Pro Lys Asp Phe 
185 

Gly Ala Cys Gly 



Lys Val Ala Val 
220 

Ser Ser Asn Glu 
235 

Lys Lys Leu Asp 
250 

Ser Glu Asp Phe 
265 

Leu Phe Asp Arg 



Lys Leu Tyr Phe 
300 

Asn Gly Val He 
315 

Ser Thr Ser Glu 
330 

Lys He Leu Gly 
345 

Thr Tyr Leu Ala 



Ser Ser Ala Val 
380 

Leu Cys Gly Tyr 
395 

Lys Asn Gin He 
410 

Arg Asn Val Ser 
425 

Val Asp Pro Glu 



Trp Leu Gin Asp 
460 

Gly Val Asp His 



Asn Asn Ala Glu 
160 

Phe Ser Asp Leu 
175 

He Asp Lys Tyr 
190 

Glu Val Lys Leu 
205 

Lys He He Ser 



His Pro He Ser 
240 

His Pro Cys He 
255 

Tyr Tyr He Val 
270 

Val Val Asn Ser 
285 

Tyr Gin Met Leu 



His Arg Asp Leu 
320 

Glu Cys Cys He 
33 5 

Glu Thr Ser Leu 
350 

Pro Glu Val Leu 
365 

Asp Cys Trp Ser 



Pro Pro Phe Ser 
400 

Ala Glu Gly Lys 
415 

Glu Gin Ala Phe 
430 

Gin Arg Leu Thr 
445 

Asp Ser Met Lys 



Thr Met Pro Pro 



4 



465 



470 



475 



480 



Pro lie Lys 



Lys Asn lie lie Arg Lys Arg Gly His Glu Trp Asp Gin 
485 490 495 



Asp Ala Ser 



Thr Ser Ser Cys Ser Glu lie Leu Pro Thr Ser Ala Glu 
500 505 510 



Lys Arg Ala Lys Arg 
515 

<210> 3 
<211> 19 
<212> DNA 

<213> Artificial seqeunee 
<220> 

<223> Mitotic delay oligonucleotide 
<400> 3 

gactccgaga accaattgc 19 

<210> 4 

<211> 19 

<212> DNA 

<213> Artificial seqeunee 
<220> 

<223> Mitotic delay oligonucleotide 



<210> 5 

<211> 20 

<212> DNA 

<213> Artificial seqeunee 
<220> 

<223> Mitotic delay oligonucleotide 

<400> 5 

gcggcacgtt ctcgtgccgc 20 

<210> 6 

<211> 17 

<212> DNA 

<213> Artificial seqeunee 
<220> 

<223> Degenerate oligonucleotide for PCR 
<220> 

<221> misc_feature 

<222> (1) . . (17) 

<223> n is Inosine . 



<400> 4 

gcaattggtt cteggagtc 



19 



<400> 



6 



5 



aayggnacnt kbntnaa 



17 



<210> 
<211> 
<212> 
<213> 
<220> 
<223> 



7 

32 
DNA 

Artificial seqeunce 

Degenerate oligonucleotide for PCR 



<220> 
<221> 
<222> 
<223> 



misc_f eature 
(1) • - (32) 
n is Inosine 



<400> 7 

atnarnatrt tntcnggytt nanrtctckr tg 



32 



<210> 8 

<211> 34 

<212> DNA 

<213> Artificial seqeunce 



<220> 

<223> Primer for PCR 



<400> 8 

ggacgtcgga tcctctcgtg atactaaaac agag 



34 



<210> 9 

<211> 36 

<212> DNA 

<213> Artificial seqeunce 



<220> 

<223> Primer for PCR 



<400> 9 

ggacgtcctc gagttatctt tttgctctct tttcgg 



36 



<210> 10 

<211> 15 

<212> PRT 

<213> Artificial seqeunce 
<220> 

<223> C-terminal end of Xcdsl 

<400> 10 ' 

Cys Ser Glu lie Leu Pro Thr Ser Ala Glu Lys Arg Ala Lys Arg 
1 5 10 15 

<210> 11 

<211> 34 

<212> DNA 

<213> Artificial seqeunce 



6 



<220> 
<223> 



Primer for PCR 



<400> 11 

ggacgtcgga tcctctcgtg atactaaaac agag 



34 



<210> 12 

<211> 39 

<212> DNA 

<213> Artificial seqeunce 
<220> 

<223> Primer for PCR 

<400> 12 

ggactgggte gacgacaaca gcacagcttc aggcttcag 39 

<210> 13 

<211> 36 

<212> DNA 

<213> Artificial seqeunce 
<220> 

<223> Primer for PCR 



<210> 14 

<211> 31 

<212> DNA 

<213> Artificial seqeunce 
<220> 

<223> Primer for PCR 



<400> 13 

ggacgtcctc gagttatctt tttgctctct tttcgg 



36 



<400> 14 

ggttgtcgtc gactagtgaa gaatgttgca t 



31 



